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Abstract
Background
Limited options for the treatment of cartilage damage have driven the development of tissue
engineered or cell therapy alternatives reliant on ex vivo cell expansion. The study of chon-
drogenesis in primary cells is difficult due to progressive cellular aging and senescence.
Immortalisation via the reintroduction of the catalytic component of telomerase, hTERT,
could allow repeated, longitudinal studies to be performed while bypassing senescent
phenotypes.
Methods
Three human cell types: bone marrow-derived stromal cells (BMA13), embryonic stem cell-
derived (1C6) and chondrocytes (OK3) were transduced with hTERT (BMA13H, 1C6H and
OK3H) and proliferation, surface marker expression and tri-lineage differentiation capacity
determined. The sulphated glycosaminoglycan (sGAG) content of the monolayer and spent
media was quantified in maintenance media (MM) and pro-chondrogenic media (PChM)
and normalised to DNA.
Results
hTERT expression was confirmed in transduced cells with proliferation enhancement in
1C6H and OK3H cells but not BMA13H. All cells were negative for leukocyte markers
(CD19, CD34, CD45) and CD73 positive. CD14 was expressed at low levels on OK3 and
OK3H and HLA-DR on BMA13 (84.8%). CD90 was high for BMA13 (84.9%) and OK3
(97.3%) and moderate for 1C6 (56.7%), expression was reduced in BMA13H (33.7%) and
1C6H (1.6%). CD105 levels varied (BMA13 87.7%, 1C6 8.2%, OK3 43.3%) and underwent
reduction in OK3H (25.1%). 1C6 and BMA13 demonstrated osteogenic and adipogenic
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differentiation but mineralised matrix and lipid accumulation appeared reduced post hTERT
transduction. Chondrogenic differentiation resulted in increased monolayer-associated
sGAG in all primary cells and 1C6H (p<0.001), and BMA13H (p<0.05). In contrast OK3H
demonstrated reduced monolayer-associated sGAG in PChM (p<0.001). Media-associated
sGAG accounted for55% (PChM-1C6) and74% (MM-1C6H).
Conclusion
In conclusion, hTERT transduction could, but did not always, prevent senescence and cell
phenotype, including differentiation potential, was affected in a variable manner. As such,
these cells are not a direct substitute for primary cells in cartilage regeneration research.
Introduction
Cartilage damage due to injury or degenerative disease represents a significant challenge to the
medical profession with limited treatment options available,[1]. Once compromised, this avas-
cular, aneural tissue containing relatively small numbers of largely quiescent cells[2] usually
fails to heal spontaneously, leading to long term tissue degradation[3]. This degradation is
associated with poor function, joint pain and ultimately prosthetic joint replacement; this pro-
cedure is performed every 1.5 minutes in Europe, mainly due to osteoarthritis[1], with 15% of
joint replacement surgeries being performed on those under 60 in the UK[4]. Although this
surgery is frequently successful, the limited lifespan of prosthetic joints makes them a poor
option for a younger demographic. Cell based therapies, which aim to promote intrinsic tissue
regeneration, or to replace the degenerated tissue with engineered chondral or osteochondral
constructs, are a promising alternative. To be successful these therapies need to recapitulate the
proteoglycan/sGAG rich extracellular matrix (ECM) and restore tissue biomechanical proper-
ties. To date, therapies have often resulted in symptomatic improvements for patients[5] how-
ever they have not consistently resulted in hyaline tissue regeneration[6] which may impact on
long term treatment efficacy.
Cell types currently under clinical investigation for cartilage repair include autologous
chondrocytes and mesenchymal stem/stromal cells (MSCs). Initially evaluated in cartilage
repair in 1994[7], autologous chondrocytes, with a mature native cartilage phenotype, are well
suited. However they are available in limited quantities from a constrained donor site where
tissue extraction may be associated with further donor site morbidity. They also require signifi-
cant ex-vivo expansion which is associated with rapid dedifferentiation and a loss of chondro-
genic phenotype[8]. Additionally there are as yet unanswered questions surrounding their
clinical application at a time when, in older patients, many of the cells within the cartilage may
be becoming senescent or apoptotic, particularly once the tissue is showing signs of osteoarthri-
tis[9]. Chondrocyte senescence is increasingly implicated in the disease pathology with
increased senescence associated β Galactosidase (SA βGal) activity in cells surrounding articu-
lar cartilage lesions, reduced mitotic activity and reduced telomere lengths, all correlating with
increasing age[10].
As an alternative to chondrocytes, multipotent[11] mesenchymal stem/stromal cells, as
described by Friedenstein et al[12], offer potentially greater proliferation, a more flexible
response to differentiation cues and the prospect of an allogeneic therapy due to their immuno-
modulatory properties[13]. Unlike chondrocytes MSCs are also available from numerous tis-
sues including several that would otherwise be discarded[14], removing the requirement for
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invasive surgery and healthy tissue removal. Both cell types have an adequate proliferative
capacity for autologous cell therapies but show widespread variation in proliferation and then
efficacy of differentiation potential between donors[15], particularly as the donor age increases
[16]. Human embryonic stem cells (hESCs) have greater still proliferative and differentiation
possibilities, due to their properties of self-renewal and pluripotency[17]. However numerous
technical challenges concerning uniformity of differentiation and purity of cell populations
must be resolved before these cells can be used safely due to the inherent capacity of undiffer-
entiated cells to form teratomas. Despite these difficulties hESC derived cells are now entering
early phase clinical trials[18].
A major hurdle to the use of any primary cell type is the progressive onset of replicative
senescence. One cause of senescence is the shortening of telomeres, the TTAGGG nucleotide
sequence repeats which cap linear mammalian chromosomes, preventing chromosomal degra-
dation and fusion during mitotic DNA replication. Continued telomere erosion to a critically
short length causes cells to become senescent as a result of DNA damage signalling events[19].
Additionally, more recently, telomeres have been proposed to be the repositories of irreparable
DNA double strand breaks, especially in non-dividing cells owing to the reduced capacity of
telomeres to engage non homologous end joining DNA repair[20][21]. Furthermore ectopic
telomerase expression has been reported to slowly resolve the DNA lesions by an as yet
unknown mechanism[22]. In vivo, endogenous telomerase expression is detectable only in
stem and early progenitor cells, somatic cells in some rapidly renewing tissues and in cancerous
cells, in vitro expression appears more restricted and is only consistently found in hESCs and
cancer cells[23]. It has been demonstrated that replicative senescence can be avoided by the re-
expression and activity of the telomerase reverse transcriptase catalytic subunit, hTERT[24–26]
which can support the maintenance of telomere length whilst also preserving or even enhanc-
ing cell function[27].
The aim of this study was to compare the phenotype, particularly chondrogenic potential,
of MSCs, chondrocytes and hESC derived MSC-like cells along with their corresponding
hTERT transduced cell lines. hTERT was successfully introduced to all three cell types and pre-
vented replicative senescence in chondrocytes and hESC derived MSC-like cells. Changes in
cell phenotype were found in all three transduced cell lines including altered morphology,
modifications in cell surface marker expression and alterations in differentiation capacity.
Notably, transduced human chondrocytes lost chondrogenic capacity as a consequence of
immortalisation.
Materials and Methods
Cell isolation and culture
Commercially sourced whole bone marrow aspirate (Lonza) was seeded at a density of 1x105
mononuclear cells/cm2 in tissue culture flasks pre-coated with 10 ng/ml fibronectin (Sigma) in
PBS. Cells were seeded in high glucose DMEM (4.5 g/L glucose) supplemented with 5% (v/v)
foetal bovine serum (FBS), 1% (v/v) L-Glutamine (L-Glut), 1% (v/v) non-essential amino acids
(NEAA) and 1% (v/v) Penicillin/Streptomycin/Amphotericin B (Lonza) and maintained in a
2% O2 atmosphere, to improve proliferation and chondrogenic potential[28]; a 50% media
change was performed after one week and 100% media change at two weeks[29]. Following iso-
lation MSC cells were designated BMA13. BMA13 and commercially sourced primary human
articular (knee/hip) chondrocytes, OK3 (PromoCell), underwent routine media changes twice
weekly with maintenance media (MM) consisting of DMEM supplemented with 10% (v/v)
FBS, 1% (v/v) L-Glut, 1% (v/v) NEAA and 4 ng/mL bFGF (Peprotech) to enhance proliferation
[30]. Embryonic stem cell clonally derived progenitor cells 1C6 were derived from the H1
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embryonic stem cell line as described by Forsyth et al[31]. Cells were cultured in a MM of
KO-DMEM (Life Technologies) supplemented with 10% (v/v) FBS, 1% (v/v) L-Glut, 1% (v/v)
NEAA, 4 ng/mL bFGF and 100 nM dexamethasone (Sigma). A complete media change was
performed twice weekly. All cells were sub-cultured enzymatically at confluence using 0.25%
trypsin/EDTA (Lonza). Population doublings (PD) of cells were estimated based upon the split
ratio of cells at sub-culture, cells were assumed to be senescent when the cumulative PD pla-
teaued and cells no longer achieved 100% confluence after at least 30 days in culture.
Retroviral transduction with hTERT
To increase cellular replicative potential, hTERT retroviral transduction was performed in all
three cell types. BMA13 and OK3 cells were seeded at 5x104 cells per well and 1C6 at 2.5x104
per well in 6 well culture plates and cultured for 48 hours prior to infection. The Phoenix A
packaging cell line was infected with either pBABE-hTERT or pBABE (empty vector) retroviral
vectors[24]. Supernatant containing virus was filtered with a 0.45 μm syringe filter and used to
spinfect target cells in the presence of 5 μg/ml polybrene by centrifuging the pre-gassed (10%
CO2/90% air) and sealed plates for 1 hour at 10 g at 32°C. After 6 hours the infection process
was repeated with fresh viral supernatant. Selection of successfully transduced cells was begun
24 hours after infection with medium supplemented with G418 (Sigma) at 1 mg/mL for two
weeks with hTERT, empty vector and untransfected, plates.
Gene expression analysis
Expression of hTERT was determined using reverse transcription polymerase chain reaction
(RT-PCR). RNA was extracted from cells using the RNEasy minikit and QIAshredder homoge-
nisation minispin columns (Qiagen) following the manufacturer’s protocol. RNA extracts were
amplified using one step RT-PCR with the SuperScript III One-Step RT-PCR Platinum Taq
HiFi kit (Life Technologies). RT-PCR was carried out with custom primers (Life Technologies)
for the housekeeping gene β-Actin, and hTERT with primer sequences: β-Actin: forward:
GCCACGGCTGCTTCCAGC, reverse: AGGGTGTAACGCAACTAAGTC, hTERT: forward:
GCAGCTCCCATTTCATCAGC, reverse: AGGATGGTCTTGAAGTCTG. RT–PCR products
were separated and viewed on 2% agarose gels with 0.5 μg/mL ethidium bromide (Sigma).
Flow cytometry immunophenotyping
Cells were trypsinised, counted and re-suspended in flow cytometry buffer (R & D systems) for
15 minutes and approximately 1X105 cells aliquoted into 1.5 mL microcentrifuge tubes, centri-
fuged at 300 g for 10 minutes and the supernatant discarded. Phycoerythrin conjugated anti-
bodies (CD14, CD19, CD34, CD45, CD73, CD90 and CD105, HLA-DR, IgG1 and IgG2a
isotype controls (Miltenyi Biotech)) in flow cytometry buffer were used to re-suspend cell pel-
lets followed by incubation in the dark at 4°C for 10 minutes. A 10X volume of buffer was
added and cells centrifuged at 300 g for 10 minutes, supernatant discarded and the cells re-sus-
pended in flow cytometry buffer. At least 50,000 events were acquired on a Beckton Dickinson
FSC500 flow cytometer. Percentage positive events were determined using gates to exclude
99% of the appropriate isotype control events.
Senescence associated β-Galactosidase staining
A senescent phenotype was confirmed by SA βGal staining[32] using an SA βGal histochemical
staining kit (Sigma) according to the manufacturer’s protocol. Staining was performed for 16
hours at 37°C after which the staining mixture was removed and the cells washed with PBS.
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Cells were counterstained with haematoxylin prior to the acquisition of photomicrographs and
cells in 4 field of view for each cell type were counted for SAβGal activity using Fiji image anal-
ysis software[33].
Tri-lineage differentiation of cells
To determine differentiation potential cells were seeded at 5x104/cm2 in standard proliferation
media overnight to allow attachment after which media were changed to differentiation media.
Cells were then cultured in differentiation media for 20 days with media changes twice weekly.
Osteogenesis was induced in cells using media supplemented with 50 μM ascorbic acid, 10 mM
β-glycerophosphate and 0.1 μMdexamethasone before being fixed with 95%methanol and stain-
ing with 1% alizarin red S for calcium deposits (Sigma). Adipogenesis was induced with 0.5 μM
dexamethasone, 0.5 mM 3-isobutyl-1-methylxanthine, 10 μg/mL insulin and 0.1 mM indometh-
acin. Cells were fixed with 4% (w/v) paraformaldehyde in PBS, washed with 60% (v/v) isopropanol
before being stained with oil red O for intracellular lipid droplets. Chondrogenic differentia-
tion was induced using pro-chondrogenic media (PChM) which consisted of basal media with
reduced FBS (1% (v/v) FBS) further supplemented with, 1% (v/v) ITS, 1% (v/v) sodium pyru-
vate, 0.1 μM dexamethasone, 50 μM ascorbic acid, 40 μg/mL L-proline (Sigma) and 10 ng/mL
TGF-β3. Cells were fixed with 95% methanol and stained with alcian blue (pH 1.5) overnight
for sulphated glycosaminoglycan accumulation.
Sample preparation for DNA and total sGAG analyses
Chondrogenic differentiation was induced using PChM as described. Cells were seeded in
24 well tissue culture plates in MM and incubated overnight to allow attachment. MM were
then substituted with fresh MM or PChM and changed regularly throughout the experiment,
all media were collected for sGAG analysis.
At days 0 and 20 media was removed and cell monolayer digested with 250 μg of proteinase
K in 200 μL of 100 mM ammonium acetate for 24 hours at 60°C. Samples were precipitated
with ice cold ethanol overnight at -20°C, centrifuged at 13200 rpm to pellet the precipitate and
the ethanol supernatant discarded. Pellets were allowed to dry then re-dissolved in 125 μL of
100 mM ammonium acetate for PicoGreen and DMMB analysis.
Collected media was treated with 250 μg of 2.5 mg/mL proteinase K per mL overnight fol-
lowed by the addition of 1 mL of ice-cold ethanol and precipitation at -20°C overnight. Precipi-
tate was pelleted by centrifugation at 17,000 g for 15 minutes and the ethanol supernatant
discarded before the pellet was dried and re-dissolved in 125 μL of 100 mM ammonium acetate
for DMMB analysis.
Total DNA quantification by PicoGreen double stranded DNA assay
The Quant-iT PicoGreen double stranded DNA assay (Life Technologies) was carried out
according to the manufacturer’s protocol. Duplicate sample aliquots were diluted 1 in 10 in TE
buffer in 96 well microplates prior to incubation with PicoGreen working solution in the dark.
Plates were read using a Synergy 2 plate reader (Biotek) (excitation 480 nm, emission 520 nm).
Concentrations were determined using a lambda DNA calibration curve.
Total sGAG quantification by DMMB assay
Samples dissolved in 100 mM ammonium acetate were used for DMMB total sGAG quantifica-
tion[34] and were aliquoted in duplicate into a 96 well microplate followed by transfer into a
Synergy 2 plate reader. An automated dispense unit was then used to dispense 200 μL of
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DMMB solution (16 mg DMMB, 0.76 g glycine, 0.595 g NaCl, 23.75 mL 0.1 M HCl, distilled
H2O to 250 mL) to a single well followed by determination of the absorption at 530 nm. All
wells were processed in this manner to maximise reproducibility and minimise the potential
for precipitation of the DMMB-sGAG complex.
Statistical analysis
Data are expressed as mean ± standard deviation. Statistical analysis of SAβGal staining was by
one way ANOVA with Tukey’s multiple comparisons. Statistical analysis of sGAG production
was by repeated measures two-way ANOVA with Bonferroni post-tests of chondrogenic sup-
plemented samples compared to non-supplemented controls using Graphpad Prism 6.01,
Graphpad, San Diego California, USA. Results were deemed to be statistically significant when
p<0.05.
Results
The impact of hTERT transduction
Following hTERT transduction RT-PCR confirmed hTERT expression in all three transduced
cell types, whilst expression was absent in the non-transduced cell populations and the empty
vector transduced cells BMA13EV and 1C6EV (Fig 1A). Expression in transduced cells was
detected following initial expansion of transduced cells in culture post transduction, and was
maintained in continuous culture.
Optical phase contrast microscopy was used to examine the cell morphology of parental
and transduced cells. 1C6H (Fig 1C), 1C6EV (Fig 1I) and OK3H (Fig 1H) and BMA13EV (Fig
1F) retained similar morphologies post transduction to their respective non-transduced cells
1C6 (Fig 1B) and OK3 (Fig 1D). 1C6 and 1C6H both proliferated as closely aligned, colony-
like clusters of small bipolar cells. OK3 and OK3H had a fibroblastic morphology consistent
with that of dedifferentiated chondrocytes. However, changes were observed with BMA13H
(Fig 1E) in comparison to BMA13 (Fig 1F). BMA13 had the expected spindle shaped MSC
morphology eventually forming closely aligned colonies, however, BMA13H whilst initially
resembling the parental cells later presented as a more heterogeneous population with cells fre-
quently having a larger more flattened morphology with multiple cell processes.
hTERT transduction conferred gains in proliferative capacity in 1C6H, where cells prolifer-
ated for> 100 PD compared to 60 PD in 1C6 cells. OK3H achieved>60 PD compared to 20
PD with OK3 cells, although OK3H cells displayed a substantial period of reduced prolifera-
tion, at around 35 PD, followed by recovery to earlier rates. BMA13H proliferation ceased after
only a slightly increased number of PD to PD31 compared to PD23 achieved with BMA13.
Expansion with cryopreserved BMA13H (cryopreserved at PD8) resulted in a further reduced
capacity for proliferation to levels matching BMA13 so further experiments were performed
with BMA13H cells at PD16-20. 1C6H and OK3H have both continued to proliferate beyond
PD107 and PD60 respectively (S1 Fig). Cells were stained for SA βGal activity (Fig 2A–2M)
which was then quantified (Fig 2N–2P); all early PD non-transduced cells stained weakly for
SA βGal, this was significantly (p0.0001) increased in late PD non-transduced and empty
vector cells with these strongly stained cells often also having an altered morphology whereby
cells were larger and rounder. Later PD hTERT transduced 1C6H and BMA13H had minimal
staining that was comparable to early PD non-transduced cells. As BMA13H were stained at a
slightly lower PD than BMA13 at PD21 an earlier culture of BMA13, at PD17, was also stained
to ensure that senescence had not rapidly increased in BMA13 within the last few PD. Quantifi-
cation of the cells at PD17 resulted in 60.5 ± 7.9% positive staining, significantly higher
(p0.0001) than basal levels and PD 18 BMA13H. OK3H cultures displayed both SA βGAL
hTERT Immortalisation and Chondrogenesis
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positive and negative cells resulting in a population that stained significantly (p0.01) higher
than parental low PD cells but remained significantly lower than late PD parental cells
(p0.0001).
Cell immunophenotype
All cell types were analysed by flow cytometry for expression of haematopoietic (CD14, CD19,
CD34, CD45 and HLA-DR) and mesodermal (CD73, CD90, CD105) cell surface markers (Fig
3).
All cells were negative (<2% positive compared to the isotype control) for leukocyte mark-
ers CD14, CD19, CD45 and the haematopoietic cell marker CD34 with the exception of slight
positivity for CD14 in OK3 (9.4%) and OK3H (3.4%). HLA-DR expression was also absent in
Fig 1. hTERT expression and impact on cell morphology. (A) Expression of the housekeeping gene ACTB and hTERT determined by RT-PCR in cells
following recovery post transduction and with expansion in continuous cell culture. (B-I) Phase contrast micrographs of cells in monolayer culture pre- (B, D
and F) and post- (C, E and G) transduction with hTERT or with empty vector (F and I) Scale = 150 μm, exact PD as indicated in image.
doi:10.1371/journal.pone.0133745.g001
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all but BMA13 cells where 84.8% of events were positive. The BMA13 cells were cultured to
passage 4 in the presence of bFGF and similar HLA-DR positive staining has been noted in
these conditions by Sotiropoulou et al[35]. CD73 expression was high in all cell types (>98%)
however variation in immunophenotype was noted with CD90 and CD105 according to both
cell type and immortalisation status. BMA13 expression of CD90 and CD105 was 84.9% and
87.7%, respectively, whereas transduced BMA13H maintained CD105 expression (87.1%) but
displayed reduced CD90 expression (33.7%). 1C6 cells expressed moderate CD90 (56.7%),
which was reduced post-immortalisation (1.6%), and low CD105 (8.2% vs. 6.8% (1C6H). OK3
and OK3H displayed high expression of CD73 and CD90 (>94%) and moderate expression of
CD105 (43.1%) which was reduced inOK3H (25.1%).
Cell differentiation
Soluble media supplements were used to drive differentiation in cells followed by fixation, his-
tological staining and imaging (Fig 4).
Fig 2. The effect of hTERT expression on senescence associated βGalactosidase (SA βGal) activity. (A-M) SA βGal activity in early and late PD non-
transduced and empty vector transduced cells, and late PD hTERT transduced cells. Scale = 100 μm, exact PD as indicated in image. (N-P) Percentage of
cells stained positively for SA βGal activity, mean n = 4 ± SD. (** p0.01, **** p0.0001)
doi:10.1371/journal.pone.0133745.g002
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Under the influence of differentiation supplements 1C6 and BMA13 cells underwent osteo-
genesis, with positive alizarin red staining of mineralised areas; chondrogenesis, indicated by
alcian blue sGAG staining; and adipogenesis, with oil red O stained lipid vesicles. OK3 cells did
not produce mineralised matrix, stained strongly for sGAG and showed some accumulation of
lipids. 1C6H and BMA13H also differentiated however staining of mineralised matrix and lip-
ids appeared reduced. As with OK3, OK3H did not mineralise under osteogenic conditions,
however the response to pro-chondrogenic supplements was greatly reduced compared to
OK3 with little sGAG staining, along with an apparent increase in lipid accumulation.
Quantification of sGAG production during in vitro chondrogenesis
sGAG associated with both monolayer and culture media was compared in hTERT transduced
and parental cell types following 20 days of culture in the presence of MM or PChM. All cul-
tures displayed an increase in total sGAG after 20 days in culture compared to day 0 values
irrespective of culture media conditions (Fig 5A and 5C). Larger total sGAG increases were
detected when cells were cultured in MM than PChM in all cases excepting BMA13, with
increases in sGAG in MM ranging from 4.4 fold over day 0 values in 1C6H to 30.9 fold in OK3.
This compared to values in PChM ranging from 3.1 fold in OK3H to 14.7 fold in BMA13. All
three non-transduced cell types had greater fold increases and total sGAG production than
their corresponding hTERT transduced cell types.
By day 20 PChM resulted in greater amounts of monolayer associated sGAG (p<0.001) in
all cases except OK3H where monolayer sGAG was higher in MM (p<0.001). Concomitantly
Fig 3. Flow cytometry analysis of cell surfacemarker expression. (A) Expression of surface markers CD14, CD19, CD34, CD45, HLA-DR, CD73, CD90,
CD105 (filled) with relevant isotype control (unfilled). (B) Quantification of the percentage of positive events compared to the relevant isotype control. Markers
set to exclude 99% of isotype control events; 4x104events were collected per sample. OK3 was tested at PD10, OK3H at PD50, BMA13 at PD6, BMA13H
at PD18, 1C6 at PD44 and 1C6H at PD118.
doi:10.1371/journal.pone.0133745.g003
Fig 4. Tri-lineage differentiation capacity of cells over 21 days.Cells were cultured in monolayer for 21 days in the presence of the appropriate pro-
differentiation supplements followed by fixation and staining. Osteogenic samples were stained with alizarin red for calcium deposits, scale = 150 μm.
Chondrogenic samples were stained with alcian blue for SGAGs, images are from 1 well of a 24 well plate. Chondrogenic medium frequently caused cells to
partially or fully separate from the substrate and contract into pellet-like structures. Adipogenic samples are stained with oil red O for lipid droplets,
scale = 80 μm. Images of controls cells cultured in standard maintenance media and stained as appropriate are inset for comparison.
doi:10.1371/journal.pone.0133745.g004
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Fig 5. Quantification of sulphated glycosaminoglycan (sGAG) production and retention. (A) DMMB quantification of sGAG in both the media fraction
and monolayer fraction after culture in either MM (-) or PChM (+) for 20 days. (B) Normalisation of sGAG to DNA at Day 20 in MM (-) or PChM (+). (C) Fold
change in sGAG at Day 20 compared to levels determined at Day 0 in monolayer (left), media (middle) and in total (right). (D) Fold change in DNA normalised
hTERT Immortalisation and Chondrogenesis
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the media associated fraction was significantly reduced in PChM in all but BMA13. The pro-
portion of total sGAG associated with the monolayer by day 20 ranged from 3.0% (OK3H) to
25.2% (1C6H) in MM and 8.4% (OK3H) to 44.5% (1C6) in PChM.
The BMA13EV response was comparable to the primary cell response (S2 Fig) with a signif-
icant (p0.001) increase in monolayer associated sGAG concurrent with a significantly
decreased media associated sGAG, resulting in an overall reduction in total sGAG in PChM. In
contrast 1C6EV had a much lower response although this still followed the same trends with
only a 1.4 fold increase in monolayer associated sGAG with the difference between the sGAG
monolayer content in the two media types not reaching significance.
As with absolute levels of sGAG, higher normalised monolayer associated sGAG (p<0.001)
was found in all cells except OK3H, concurrent with a decreased media associated fraction, in
PChM compared to MM (Fig 5B and 5D). Normalisation of sGAG to DNA (μg/μg) enables
changes in sGAG due to altered cell numbers as a result of cell proliferation or cell death to be
separated from changes in sGAG synthetic activity. 1C6 and BMA13 had large fold increases
in absolute monolayer associated sGAG but low normalised sGAG indicative of a high degree
of cell proliferation associated with the increased sGAG. In contrast high normalised sGAG
compared to relatively low absolute levels were seen in 1C6H in PChM. This was as a result of
a lower DNA content (below day 0 levels), and not solely as a result of high sGAG synthesis,
leading to a correspondingly large fold change in normalised monolayer associated sGAG.
Discussion
This study aimed to quantify the sGAG produced, a key measure of chondrogenic response, in
a simple pro-chondrogenic in vitro environment using three alternative cell sources: MSCs,
chondrocytes and ESC derived cells, all with potential for cartilage tissue engineering applica-
tions. The ECM glycosaminoglycan content represents a responsive marker for chondrogenesis
due to its relatively rapid in vivo turnover rate compared to other cartilage matrix components
[36]. We have previously subjected the parental cell types OK3, 1C6, and hMSC to RT-PCR
analysis for several genes, including the COL2A1, transcript and found a poor correlation
between chondrogenic induction, gene expression and ECM protein content [37], as have oth-
ers[38].
We investigated the immortalisation of these cells with the catalytic subunit of telomerase
[39–41] to improve their longevity and usefulness as a research tool. The expression of the cata-
lytic subunit, hTERT, rather than the other components of telomerase (hTR and TP1) has been
determined to be the limiting step in telomerase activity with strong correlation between
hTERT expression and telomerase activity[42]. This immortalization approach has particular
applicability for cartilage based cell therapies as in addition to the phenomenon of replicative
senescence, primary chondrocytes undergo rapid de-differentiation during in vitro culture
with a corresponding loss of phenotype[8][43] including reduced expression of chondrocyte
associated genes[44] and reduced responsiveness to pro chondrogenic signals[45], making any
long term study of these cells challenging.
Low levels of telomerase activity have occasionally been detected in human chondrocyte
and MSC cell cultures[46][47]. Our results were in accordance with the majority of previous
literature and telomerase expression was absent in the primary non-transduced MSCs BMA13
[48–52], chondrocytes OK3[53], and embryonic derived 1C6[31]. hTERT transduction
sGAG at Day 20 compared to Day 0 in monolayer (left), media (middle) and in total (right). Bold line at a fold change of 1 indicates no change compared to
Day 0 levels. # p<0.05, + p<0.01, *p<0.001 (mean n = 3 ±SD). Experiments were performed at OK3 PD6, OK3H PD50, BMA13 PD6, BMA13H PD16, 1C6
PD 42 and 1C6H PD84.
doi:10.1371/journal.pone.0133745.g005
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resulted in lasting hTERT gene expression in all three cell types. However, despite this, we
noted a variable response with respect to proliferative potential where 1C6H was the only cell
type to undergo uninterrupted proliferation. The minimal changes in proliferative capacity
seen in BMA13H are in contrast to most other publications reporting successful immortalisa-
tion of MSCs[54–56] although some report similar results to ours with a small gain in prolifer-
ation capacity but not immortalisation[57]. The previous track record for immortalisation
success indicates that the cessation of growth in our cells may be due to a mechanism other
than telomere shortening. A strong candidate in our case would be oxidative stress; the cells
were conditioned to a 2% oxygen environment having been recovered and expanded in 2%
however the transduction and selection procedures were performed at a standard ambient oxy-
gen level (21%) exposing the cells to a significant period of hyperoxia. Oxidative stress during
exposure to higher ambient O2 levels is a known risk factor for stress induced cellular senes-
cence[58,59]. The 1C6 cells are known to be particularly sensitive to increased oxygen levels
[31]; 1C6EV was observed to senescence prematurely in comparison to 1C6H despite both
having been exposed to the same hyperoxic environment during transduction. However the
presence of TERT has been demonstrated to improve cellular resistance to stressors via a non-
canonical mechanism that is independent to telomere lengthening[60].
There are a limited number of reports describing chondrocyte immortalisation, particularly
in human cells. Earlier experiments used viral proto-oncogenes including the simian virus 40
large T antigen (SV40-Tag)[61] to immortalise cells and described varying impact on cell phe-
notype and a complex inverse relationship between cell proliferation and ECM synthesis,
whereby only slowly proliferating cells exhibited chondrogenic ECM synthesis[62][63].
Immortalisation of chondrocytes with hTERT has been described, with assessment of semi-
quantitative changes in aggrecan and collagen II gene expression. However, ECM formation
via the production and secretion of proteoglycan or proteins was not determined. Furthermore,
although the cells appeared to retain some chondrogenic capacity aggrecan and collagen II
expression were reduced compared to control chondrocytes[53]. However, the immortalisation
process in chondrocytes may be more complex as others have determined a requirement for
secondary transduction with human papillomavirus 16 oncogenes E6 and E7[64]. In low oxy-
gen culture conditions similar to those employed here only one of three lines gained prolifer-
ative potential following hTERT transduction despite evidence of extended telomeres in all
three[65]. These results along with the extended pause or “crisis period” experienced by OK3H
suggest that a secondary event allowing bypass of p53 or p16ink4a responses may have occurred
during OK3H culture to allow continued proliferation, although further experiments will be
required to determine this.
SA βGAL, a reported marker for senescent cells[32], in our samples resulted in the expected
higher level of staining of increasing numbers of cells in cultures approaching their maximum
number of population doublings. However, we observed that there was a low background level
of activity in both earlier PD OK3 and BMA13, and more notably, high levels in OK3H
although this was in conjunction with a population of cells with no detectable SA βGAL activ-
ity. It is possible that the OK3H is a mixed population with some cells undergoing senescence
but alternatively it is well known that there are multiple culture conditions where SA βGAL, a
lysosomal β-galactosidase[66], is found in proliferating cell populations including cells prolifer-
ating under stress and in regions of cell confluence[67][68]. The presence of SA βGAL activity
despite ongoing proliferation is further evidence that mechanisms other than telomere length-
dependent replicative senescence are active in our cultures. Similar results were found by Zhu
et al [69] transfection with both hTERT and CDK4 and further optimisation of culture condi-
tions was necessary to produced differentiation competent immortalised muscle satellite cells
[69].
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There are no unique markers for the classification of cells as MSCs and, of necessity, MSCs
are defined by a collection of cell surface markers and physical features. Specifically in 2006 a
set of minimal criteria guidelines for the definition of cells as MSCs was published by Dominici
et al[70] and this has since been used in many studies. This statement of the position of The
International Society for Cellular Therapy specified that MSCs should be plastic adherent;
express CD73, CD90 and CD105 and concomitantly lack expression of CD14 or CD11b, CD19
or CD79, CD34, CD45 and HLA-DR; and have tri-lineage mesodermal differentiation capacity
[70]. The BMA13 MSCs that were used in this study expressed CD73, CD90 and CD105 and
lacked expression of CD14, CD19, CD34 and CD45; however, moderate expression of
HLA-DR was found. Up-regulation of HLA-DR expression has been observed previously on
MSCs, more so when cells were isolated from whole bone marrow aspirate rather than sepa-
rated mononuclear cells, and particularly in response to exposure to bFGF[71][72]. Interest-
ingly we found that OK3 chondrocytes expressed CD73, CD90 and CD105, expression of MSC
markers on chondrocytes has been reported previously[8][73] with a greatly increased expres-
sion of CD90 in response to monolayer culture[8]. Alternatively it has been proposed that
these cells may be representative of a chondroprogenitor or MSC like cell type present within
cartilage[73]. In addition to variable proliferation responses we also noted changes in immuno-
phenotype linked to hTERT. CD90 expression was reduced in both BMA13H and 1C6H and
CD105 was reduced in OK3H when compared to parental cells. CD73, CD90 and CD105
expression decreases with increased passage number in MSCs[74] so these changes may be
indicative of a loss of MSC phenotype in BMA13H. A reduction in CD90 with increasing pro-
liferation following transduction with CD90 has also been noted in human adipose derived
stem cells[75].
During in vitro culture cells synthesise and secrete ECMmolecules including sGAG con-
taining proteoglycans to fill intercellular spaces[76]; our investigation found that all cell types,
in pro-chondrogenic conditions induced by TGF-β3[77] or not, produced sGAG in measurable
quantities. Interestingly total sGAG was generally determined to be higher in cells exposed to
MM than in PChM, where much of the sGAG was found in the media rather than in associa-
tion with the monolayer. Reports of sGAG quantities in media during in vitro culture vary
ranging from negligible amounts[78] to a large fraction (35–90% depending on culture condi-
tion) of the total sGAG produced[79]. Media sGAG has been used as a proxy for total sGAG
production[80] however our results do not support this, as we found large cell type dependent
differences in the proportion of retained versus secreted sGAG. Evidence provided by others
indicates that the losses to the media from the monolayer are probably as a result of the inabil-
ity of the ECM to retain the proteoglycan and sGAG which then diffuse into the media[79],
however proteoglycan degradation due to catabolic activity cannot be ruled out. Transduction
with hTERT had a particularly detrimental effect on monolayer associated sGAG with OK3H
in both absolute and normalised terms. This may be reflective of the particular difficulties that
seem to be associated with chondrocyte transduction[64][65]. The transduction procedure is
lengthy and cells continue to proliferate, and therefore dedifferentiate, during this process and
may have passed a critical point for re-differentiation. The cells are also polyclonal, polyclonal
expansion favours selection of rapidly growing cells over those with more favourable differenti-
ation properties[81]; clonal expansion and colony characterisation and selection may enable
the selection of a subpopulation of cells with a greater proliferative capacity.
To enable rapid assessment of the multiple cell types described herein experiments were
performed in monolayer culture however it is accepted that a three dimensional environment
can provide a more pro-chondrogenic influence[82][83]. As such further investigations are
underway to determine whether a pellet culture system can restore greater chondrogenic
capacity to our hTERT transduced cells.
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Conclusion
To regenerate articular cartilage, transplanted cells must produce large quantities of sGAGs
that are retained within the area of damaged tissue. All three primary cell types assessed herein
produced and retained significant amounts of sGAG in association with the monolayer in
response to a pro-chondrogenic influence. Two (1C6H and BMA13H) of three hTERT trans-
duced cell types exhibited similar responses to non-transduced cell types when sGAG was nor-
malised to DNA level so may well have in vitro application as chondrogenic cell lines where
large numbers of cells are required. However in contrast, the hTERT transduced chondrocyte
line OK3H performed poorly in response to PChM and had no increase in sGAG retained in
the monolayer. In all three hTERT lines cell immunophenotype differed from parental cell
types. These findings indicate that whilst hTERT transduction can be useful in prolonging cell
proliferation, its application may be associated with complex changes in cell phenotype and a
loss of differentiated cell function can be induced in a variable and cell specific manner. In
future, with further interventions to circumvent the problems we have identified herein, telo-
merised cells may still be a viable alternative.
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could not be calculated as D0 was below the limit of detection for the DMMB assay.
(TIF)
Author Contributions
Conceived and designed the experiments: NRF. Performed the experiments: TPD AC. Ana-
lyzed the data: TPD NRF NJK. Contributed reagents/materials/analysis tools: NRF NJK EKP.
Wrote the paper: TPD NRF EKP NJK.
References
1. Wieland HA, Michaelis M, Kirschbaum BJ, Rudolphi KA. Osteoarthritis—an untreatable disease? Nat
Rev Drug Discov. 2005; 4: 331–344. doi: 10.1038/nrd1693 PMID: 15803196
2. Goldring MB. Chondrogenesis, chondrocyte differentiation, and articular cartilage metabolism in health
and osteoarthritis. Ther Adv Musculoskelet Dis. 2012; 4: 269–285. doi: 10.1177/1759720X12448454
PMID: 22859926
3. Hunziker EB, Quinn TM, Häuselmann H-J. Quantitative structural organization of normal adult human
articular cartilage. Osteoarthritis Cartilage. 2002; 10: 564–572. doi: 10.1053/joca.2002.0814 PMID:
12127837
hTERT Immortalisation and Chondrogenesis
PLOS ONE | DOI:10.1371/journal.pone.0133745 July 21, 2015 15 / 19
4. Find data—Health & Social Care Information Centre [Internet]. Available: http://www.hscic.gov.uk/
searchcatalogue?productid=13264&q=title%3a%22Hospital+Episode+Statistics%2c+Admitted
+patient+care+-+England%22&sort=Relevance&size=10&page=1#top. Accessed 2015 Jan 4
5. Peterson L, Vasiliadis HS, Brittberg M, Lindahl A. Autologous chondrocyte implantation: a long-term fol-
low-up. Am J Sports Med. 2010; 38: 1117–1124. doi: 10.1177/0363546509357915 PMID: 20181804
6. Peterson L, Minas T, Brittberg M, Nilsson A, Sjögren-Jansson E, Lindahl A. Two- to 9-year outcome
after autologous chondrocyte transplantation of the knee. Clin Orthop. 2000; 212–34. doi:10818982
7. Brittberg M, Lindahl A, Nilsson A, Ohlsson C, Isaksson O, Peterson L. Treatment of Deep Cartilage
Defects in the Knee with Autologous Chondrocyte Transplantation. N Engl J Med. 1994; 331: 889–895.
doi: 10.1056/NEJM199410063311401 PMID: 8078550
8. Diaz-Romero J, Gaillard JP, Grogan SP, Nesic D, Trub T, Mainil-Varlet P. Immunophenotypic analysis
of human articular chondrocytes: changes in surface markers associated with cell expansion in mono-
layer culture. J Cell Physiol. 2005; 202: 731–742. doi: 10.1002/jcp.20164 PMID: 15389573
9. Martin JA, Buckwalter JA. The role of chondrocyte senescence in the pathogenesis of osteoarthritis
and in limiting cartilage repair. J Bone Joint Surg Am. 2003; 85-A Suppl 2: 106–110 PMID: 12721352
10. Martin JA, Buckwalter JA. Telomere Erosion and Senescence in Human Articular Cartilage Chondro-
cytes. J Gerontol A Biol Sci Med Sci. 2001; 56: B172–B179. doi: 10.1093/gerona/56.4.B172 PMID:
11283188
11. Pittenger MF, Mackay AM, Beck SC, Jaiswal RK, Douglas R, Mosca JD, et al. Multilineage Potential of
Adult Human Mesenchymal Stem Cells. Science. 1999; 284: 143 –147. doi: 10.1126/science.284.
5411.143 PMID: 10102814
12. Friedenstein AJ, Chailakhyan RK, Latsinik NV, Panasyuk AF, Keiliss-Borok IV. Stromal cells responsi-
ble for transferring the microenvironment of the hemopoietic tissues. Cloning in vitro and retransplanta-
tion in vivo. Transplantation. 1974; 17: 331–340 PMID: 4150881
13. Stewart MC, Stewart AA. Mesenchymal Stem Cells: Characteristics, Sources, and Mechanisms of
Action. Vet Clin North Am Equine Pract. 2011; 27: 243–261. doi: 10.1016/j.cveq.2011.06.004 PMID:
21872757
14. Musina RA, Bekchanova ES, Belyavskii AV, Grinenko TS, Sukhikh GT. Umbilical cord blood mesen-
chymal stem cells. Bull Exp Biol Med. 2007; 143: 127–131 PMID: 18019029
15. Siddappa R, Licht R, van Blitterswijk C, de Boer J. Donor variation and loss of multipotency during in
vitro expansion of humanmesenchymal stem cells for bone tissue engineering. J Orthop Res. 2007;
25: 1029–1041. doi: 10.1002/jor.20402 PMID: 17469183
16. Stolzing A, Jones E, McGonagle D, Scutt A. Age-related changes in human bone marrow-derived mes-
enchymal stem cells: Consequences for cell therapies. Mech Ageing Dev. 2008; 129: 163–173. doi: 10.
1016/j.mad.2007.12.002 PMID: 18241911
17. Thomson JA, Itskovitz-Eldor J, Shapiro SS, Waknitz MA, Swiergiel JJ, Marshall VS, et al. Embryonic
stem cell lines derived from human blastocysts. Science. 1998; 282: 1145–7. doi:9804556 PMID:
9804556
18. Safety and Tolerability of Sub-retinal Transplantation of hESC Derived RPE (MA09-hRPE) Cells in
Patients With Advanced Dry Age Related Macular Degeneration—Full Text View—ClinicalTrials.gov
[Internet]. Available: http://clinicaltrials.gov/ct2/show/NCT01344993?term=embryonic+stem
+cell&rank=6, Accessed 2012 Apr 9
19. Von Zglinicki T, Saretzki G, Ladhoff J, d’ Adda di Fagagna F, Jackson SP. Human cell senescence as a
DNA damage response. Mech Ageing Dev. 2005; 126: 111–117. doi: 10.1016/j.mad.2004.09.034
PMID: 15610769
20. Fumagalli M, Rossiello F, Clerici M, Barozzi S, Cittaro D, Kaplunov JM, et al. Telomeric DNA damage is
irreparable and causes persistent DNA-damage-response activation. Nat Cell Biol. 2012; 14: 355–365.
doi: 10.1038/ncb2466 PMID: 22426077
21. Hewitt G, Jurk D, Marques FDM, Correia-Melo C, Hardy T, Gackowska A, et al. Telomeres are favoured
targets of a persistent DNA damage response in ageing and stress-induced senescence. Nat Commun.
2012; 3: 708. doi: 10.1038/ncomms1708 PMID: 22426229
22. Suram A, Kaplunov J, Patel PL, Ruan H, Cerutti A, Boccardi V, et al. Oncogene-induced telomere dys-
function enforces cellular senescence in human cancer precursor lesions. EMBO J. 2012; 31: 2839–
2851. doi: 10.1038/emboj.2012.132 PMID: 22569128
23. Kolquist KA, Ellisen LW, Counter CM, Meyerson MM, Tan LK, Weinberg RA, et al. Expression of TERT
in early premalignant lesions and a subset of cells in normal tissues. Nat Genet. 1998; 19: 182–186.
doi: 10.1038/554 PMID: 9620778
hTERT Immortalisation and Chondrogenesis
PLOS ONE | DOI:10.1371/journal.pone.0133745 July 21, 2015 16 / 19
24. Chapman EJ, Hurst CD, Pitt E, Chambers P, Aveyard JS, Knowles MA. Expression of hTERT immortal-
ises normal human urothelial cells without inactivation of the p16/Rb pathway. Oncogene. 2006; 25:
5037–5045. doi: 10.1038/sj.onc.1209513 PMID: 16619045
25. Forsyth NR, Wright WE, Shay JW. Telomerase and differentiation in multicellular organisms: turn it off,
turn it on, and turn it off again. Differ Res Biol Divers. 2002; 69: 188–197. doi: 10.1046/j.1432-0436.
2002.690412.x
26. Böcker W, Yin Z, Drosse I, Haasters F, Rossmann O, Wierer M, et al. Introducing a single-cell-derived
human mesenchymal stem cell line expressing hTERT after lentiviral gene transfer. J Cell Mol Med.
2008; 12: 1347–1359. doi: 10.1111/j.1582-4934.2008.00299.x PMID: 18318690
27. Vaziri H, Benchimol S. Reconstitution of telomerase activity in normal human cells leads to elongation
of telomeres and extended replicative life span. Curr Biol CB. 1998; 8: 279–282
28. Kay A, Richardson J, Forsyth NR. Physiological normoxia and chondrogenic potential of chondrocytes.
Front Biosci Elite Ed. 2011; 3: 1365–1374 PMID: 21622142
29. Wimpenny I, Hampson K, Yang Y, Ashammakhi N, Forsyth NR. One-Step Recovery of Marrow Stromal
Cells on Nanofibers. Tissue Eng Part C Methods. 2010; 16: 503–509. doi: 10.1089/ten.tec.2009.0128
PMID: 19686057
30. MastrogiacomoM, Cancedda R, Quarto R. Effect of different growth factors on the chondrogenic poten-
tial of human bone marrow stromal cells. Osteoarthr Cartil OARSOsteoarthr Res Soc. 2001; 9 Suppl A:
S36–40
31. Forsyth NR, McWhir J. Human embryonic stem cell telomere length impacts directly on clonal progeni-
tor isolation frequency. Rejuvenation Res. 2008; 11: 5–17. doi: 10.1089/rej.2007.0567 PMID:
17979498
32. Dimri GP, Lee X, Basile G, Acosta M, Scott G, Roskelley C, et al. A biomarker that identifies senescent
human cells in culture and in aging skin in vivo. Proc Natl Acad Sci U S A. 1995; 92: 9363–9367 PMID:
7568133
33. Schindelin J, Arganda-Carreras I, Frise E, Kaynig V, Longair M, Pietzsch T, et al. Fiji: an open-source
platform for biological-image analysis. Nat Methods. 2012; 9: 676–682. doi: 10.1038/nmeth.2019
PMID: 22743772
34. Farndale RW, Buttle DJ, Barrett AJ. Improved quantitation and discrimination of sulphated glycosami-
noglycans by use of dimethylmethylene blue. Biochim Biophys Acta. 1986; 883: 173–177 PMID:
3091074
35. Sotiropoulou PA, Perez SA, Salagianni M, Baxevanis CN, Papamichail M. Characterization of the Opti-
mal Culture Conditions for Clinical Scale Production of Human Mesenchymal Stem Cells. STEM
CELLS. 2006; 24: 462–471. doi: 10.1634/stemcells.2004-0331 PMID: 16109759
36. Maroudas A, Bayliss MT, Uchitel-Kaushansky N, Schneiderman R, Gilav E. Aggrecan turnover in
human articular cartilage: use of aspartic acid racemization as a marker of molecular age. Arch Bio-
chem Biophys. 1998; 350: 61–71. doi: 10.1006/abbi.1997.0492 PMID: 9466821
37. Kay A. Characterisation of Clinically Relevant Cell Types in an Optimised Hypoxic Environment for Iso-
lation, Expansion and Chondrogenic differentiation. Ph.D. Thesis, Keele University. 2010.
38. Bernstein P, Sticht C, Jacobi A, Liebers C, Manthey S, Stiehler M. Expression pattern differences
between osteoarthritic chondrocytes and mesenchymal stem cells during chondrogenic differentiation.
Osteoarthritis Cartilage. 2010; 18: 1596–1607. doi: 10.1016/j.joca.2010.09.007 PMID: 20883804
39. Ducrest A-L, Szutorisz H, Lingner J, Nabholz M. Regulation of the human telomerase reverse transcrip-
tase gene. Oncogene. 2002; 21: 541–552. doi: 10.1038/sj.onc.1205081 PMID: 11850779
40. Shay JW,Wright WE. Use of Telomerase to Create Bioengineered Tissues. Ann N Y Acad Sci. 2005;
1057: 479–491. doi: 10.1196/annals.1356.037 PMID: 16399914
41. Bodnar AG, Ouellette M, Frolkis M, Holt SE, Chiu C-P, Morin GB, et al. Extension of Life-Span by Intro-
duction of Telomerase into Normal Human Cells. Science. 1998; 279: 349–352. doi: 10.1126/science.
279.5349.349 PMID: 9454332
42. Counter CM, Meyerson M, Eaton EN, Ellisen LW, Caddle SD, Haber DA, et al. Telomerase activity is
restored in human cells by ectopic expression of hTERT (hEST2), the catalytic subunit of telomerase.
Oncogene. 1998; 16: 1217–1222. doi: 10.1038/sj.onc.1201882 PMID: 9528864
43. Loeser RF, Shanker G, Carlson CS, Gardin JF, Shelton BJ, SonntagWE. Reduction in the chondrocyte
response to insulin-like growth factor 1 in aging and osteoarthritis: studies in a non-human primate
model of naturally occurring disease. Arthritis Rheum. 2000; 43: 2110–2120. doi: 10.1002/1529-0131
(200009)43:9<2110::AID-ANR23>3.0.CO;2-U PMID: 11014363
44. Tew SR, Murdoch AD, Rauchenberg RP, Hardingham TE. Cellular methods in cartilage research: Pri-
mary human chondrocytes in culture and chondrogenesis in human bone marrow stem cells. Methods.
2008; 45: 2–9. doi: 10.1016/j.ymeth.2008.01.006 PMID: 18442700
hTERT Immortalisation and Chondrogenesis
PLOS ONE | DOI:10.1371/journal.pone.0133745 July 21, 2015 17 / 19
45. Tew SR, Li Y, Pothacharoen P, Tweats LM, Hawkins RE, Hardingham TE. Retroviral transduction with
SOX9 enhances re-expression of the chondrocyte phenotype in passaged osteoarthritic human articu-
lar chondrocytes. Osteoarthr Cartil OARS Osteoarthr Res Soc. 2005; 13: 80–89. doi: 10.1016/j.joca.
2004.10.011
46. Parsch D, Fellenberg J, Brümmendorf TH, Eschlbeck A-M, Richter W. Telomere length and telomerase
activity during expansion and differentiation of humanmesenchymal stem cells and chondrocytes. J
Mol Med Berl Ger. 2004; 82: 49–55. doi: 10.1007/s00109-003-0506-z
47. Parsch D, Brümmendorf TH, Richter W, Fellenberg J. Replicative aging of human articular chondro-
cytes during ex vivo expansion. Arthritis Rheum. 2002; 46: 2911–2916. doi: 10.1002/art.10626 PMID:
12428231
48. Zimmermann S, Voss M, Kaiser S, Kapp U, Waller CF, Martens UM. Lack of telomerase activity in
human mesenchymal stem cells. Leukemia. 2003; 17: 1146–1149. doi: 10.1038/sj.leu.2402962 PMID:
12764382
49. Graakjaer J, Christensen R, Kolvraa S, Serakinci N. Mesenchymal stem cells with high telomerase
expression do not actively restore their chromosome arm specific telomere length pattern after expo-
sure to ionizing radiation. BMCMol Biol. 2007; 8: 49. doi: 10.1186/1471-2199-8-49 PMID: 17565702
50. Serakinci N, Graakjaer J, Kolvraa S. Telomere stability and telomerase in mesenchymal stem cells.
Biochimie. 2008; 90: 33–40. doi: 10.1016/j.biochi.2007.09.005 PMID: 18029083
51. Simonsen JL, Rosada C, Serakinci N, Justesen J, Stenderup K, Rattan SIS, et al. Telomerase expres-
sion extends the proliferative life-span and maintains the osteogenic potential of human bone marrow
stromal cells. Nat Biotechnol. 2002; 20: 592–596. doi: 10.1038/nbt0602-592 PMID: 12042863
52. Banfi A, Bianchi G, Notaro R, Luzzatto L, Cancedda R, Quarto R. Replicative Aging and Gene Expres-
sion in Long-Term Cultures of Human Bone Marrow Stromal Cells. Tissue Eng. 2002; 8: 901–910. doi:
10.1089/107632702320934001 PMID: 12542936
53. Piera-Velazquez S, Jimenez SA, Stokes D. Increased life span of human osteoarthritic chondrocytes
by exogenous expression of telomerase. Arthritis Rheum. 2002; 46: 683–693. doi: 10.1002/art.10116
PMID: 11920404
54. Mihara K, Imai C, Coustan-Smith E, Dome JS, Dominici M, Vanin E, et al. Development and functional
characterization of human bone marrowmesenchymal cells immortalized by enforced expression of tel-
omerase. Br J Haematol. 2003; 120: 846–849 PMID: 12614220
55. Simonsen JL, Rosada C, Serakinci N, Justesen J, Stenderup K, Rattan SIS, et al. Telomerase expres-
sion extends the proliferative life-span and maintains the osteogenic potential of human bone marrow
stromal cells. Nat Biotechnol. 2002; 20: 592–596. doi: 10.1038/nbt0602-592 PMID: 12042863
56. Teng Y, Hu Y, Li XS, Wang Z, Wang R. Telomerase reverse transcriptase mediated immortalization of
human bone marrow stromal cells. Braz Arch Biol Technol. 2014; 57. doi: 10.1590/s1516-
89132014000100006
57. Tang H, Xiang Y, Jiang X, Ke Y, Xiao Z, Guo Y, et al. Dual expression of hTERT and VEGF prolongs
life span and enhances angiogenic ability of aged BMSCs. Biochem Biophys Res Commun. 2013; 440:
502–508. doi: 10.1016/j.bbrc.2013.09.053 PMID: 24055873
58. Kuilman T, Michaloglou C, Mooi WJ, Peeper DS. The essence of senescence. Genes Dev. 2010; 24:
2463–2479. doi: 10.1101/gad.1971610 PMID: 21078816
59. Lee AC, Fenster BE, Ito H, Takeda K, Bae NS, Hirai T, et al. Ras proteins induce senescence by alter-
ing the intracellular levels of reactive oxygen species. J Biol Chem. 1999; 274: 7936–7940 PMID:
10075689
60. Lee J, Sung YH, Cheong C, Choi YS, Jeon HK, SunW, et al. TERT promotes cellular and organismal
survival independently of telomerase activity. Oncogene. 2008; 27: 3754–3760. doi: 10.1038/sj.onc.
1211037 PMID: 18223679
61. Goldring MB. Immortalization of human articular chondrocytes for generation of stable, differentiated
cell lines. Methods Mol Med. 2004; 100: 23–36. doi: 10.1385/1-59259-810-2:023 PMID: 15280585
62. Kokenyesi R, Tan L, Robbins JR, Goldring MB. Proteoglycan production by immortalized human chon-
drocyte cell lines cultured under conditions that promote expression of the differentiated phenotype.
Arch Biochem Biophys. 2000; 383: 79–90. doi: 10.1006/abbi.2000.2044 PMID: 11097179
63. Goldring MB. Culture of immortalized chondrocytes and their use as models of chondrocyte function.
Methods Mol Med. 2004; 100: 37–52. doi: 10.1385/1-59259-810-2:037 PMID: 15280586
64. Martin JA, Mitchell CJ, Klingelhutz AJ, Buckwalter JA. Effects of Telomerase and Viral Oncogene
Expression on the In Vitro Growth of Human Chondrocytes. J Gerontol A Biol Sci Med Sci. 2002; 57:
B48 –B53. doi: 10.1093/gerona/57.2.B48 PMID: 11818423
hTERT Immortalisation and Chondrogenesis
PLOS ONE | DOI:10.1371/journal.pone.0133745 July 21, 2015 18 / 19
65. Martin JA, Klingelhutz AJ, Moussavi-Harami F, Buckwalter JA. Effects of oxidative damage and telome-
rase activity on human articular cartilage chondrocyte senescence. J Gerontol A Biol Sci Med Sci.
2004; 59: 324–337 PMID: 15071075
66. Lee BY, Han JA, Im JS, Morrone A, Johung K, Goodwin EC, et al. Senescence-associated beta-galac-
tosidase is lysosomal beta-galactosidase. Aging Cell. 2006; 5: 187–195. doi: 10.1111/j.1474-9726.
2006.00199.x PMID: 16626397
67. Severino J, Allen RG, Balin S, Balin A, Cristofalo VJ. Is beta-galactosidase staining a marker of senes-
cence in vitro and in vivo? Exp Cell Res. 2000; 257: 162–171. doi: 10.1006/excr.2000.4875 PMID:
10854064
68. Untergasser G, Gander R, Rumpold H, Heinrich E, Plas E, Berger P. TGF-beta cytokines increase
senescence-associated beta-galactosidase activity in human prostate basal cells by supporting differ-
entiation processes, but not cellular senescence. Exp Gerontol. 2003; 38: 1179–1188 PMID: 14580871
69. Zhu C-H, Mouly V, Cooper RN, Mamchaoui K, Bigot A, Shay JW, et al. Cellular senescence in human
myoblasts is overcome by human telomerase reverse transcriptase and cyclin-dependent kinase 4:
consequences in aging muscle and therapeutic strategies for muscular dystrophies. Aging Cell. 2007;
6: 515–523. doi: 10.1111/j.1474-9726.2007.00306.x PMID: 17559502
70. Dominici M, Le Blanc K, Mueller I, Slaper-Cortenbach I, Marini F, Krause D, et al. Minimal criteria for
defining multipotent mesenchymal stromal cells. The International Society for Cellular Therapy position
statement. Cytotherapy. 2006; 8: 315–317. doi: 10.1080/14653240600855905 PMID: 16923606
71. Tarte K, Gaillard J, Lataillade J-J, Fouillard L, Becker M, Mossafa H, et al. Clinical-grade production of
human mesenchymal stromal cells: occurrence of aneuploidy without transformation. Blood. 2010;
115: 1549–1553. doi: 10.1182/blood-2009-05-219907 PMID: 20032501
72. Bocelli-Tyndall C, Zajac P, Di Maggio N, Trella E, Benvenuto F, Iezzi G, et al. Fibroblast growth factor 2
and platelet-derived growth factor, but not platelet lysate, induce proliferation-dependent, functional
class II major histocompatibility complex antigen in humanmesenchymal stem cells. Arthritis Rheum.
2010; 62: 3815–3825. doi: 10.1002/art.27736 PMID: 20824797
73. Benz K, Stippich C, Freudigmann C, Mollenhauer JA, Aicher WK. Maintenance of “stem cell” features
of cartilage cell sub-populations during in vitro propagation. J Transl Med. 2013; 11: 27. doi: 10.1186/
1479-5876-11-27 PMID: 23363653
74. Wagner W, Horn P, Castoldi M, Diehlmann A, Bork S, Saffrich R, et al. Replicative Senescence of Mes-
enchymal Stem Cells: A Continuous and Organized Process. PLoS ONE. 2008; 3: e2213. doi: 10.
1371/journal.pone.0002213 PMID: 18493317
75. Wolbank S, Stadler G, Peterbauer A, Gillich A, Karbiener M, Streubel B, et al. Telomerase Immortalized
Human Amnion- and Adipose-Derived Mesenchymal Stem Cells: Maintenance of Differentiation and
Immunomodulatory Characteristics. Tissue Eng Part A. 2009; 15: 1843–1854. doi: 10.1089/ten.tea.
2008.0205 PMID: 19125642
76. DessauW, Vertel BM, von der Mark H, von der Mark K. Extracellular matrix formation by chondrocytes
in monolayer culture. J Cell Biol. 1981; 90: 78–83 PMID: 6788783
77. Hunziker EB, Driesang IM, Morris EA. Chondrogenesis in cartilage repair is induced by members of the
transforming growth factor-beta superfamily. Clin Orthop. 2001; S171–181 PMID: 11603702
78. Abbott RD, Purmessur D, Monsey RD, Iatridis JC. Regenerative Potential of TGFβ3 + Dex and
Notochordal Cell Conditioned Media on Degenerated Human Intervertebral Disc Cells. J Orthop Res.
2012; 30: 482–488. doi: 10.1002/jor.21534 PMID: 21866573
79. Shahin K, Doran PM. Strategies for enhancing the accumulation and retention of extracellular matrix in
tissue-engineered cartilage cultured in bioreactors. PloS One. 2011; 6: e23119. doi: 10.1371/journal.
pone.0023119 PMID: 21858004
80. Kuh SU, Zhu Y, Li J, Tsai K-J, Fei Q, HuttonWC, et al. A comparison of three cell types as potential can-
didates for intervertebral disc therapy: Annulus fibrosus cells, chondrocytes, and bone marrow derived
cells. Joint Bone Spine. 2009; 76: 70–74. doi: 10.1016/j.jbspin.2008.02.021 PMID: 18955010
81. Okamoto T, Aoyama T, Nakayama T, Nakamata T, Hosaka T, Nishijo K, et al. Clonal heterogeneity in
differentiation potential of immortalized human mesenchymal stem cells. Biochem Biophys Res Com-
mun. 2002; 295: 354–361 PMID: 12150956
82. Babur BK, Ghanavi P, Levett P, Lott WB, Klein T, Cooper-White JJ, et al. The Interplay between Chon-
drocyte Redifferentiation Pellet Size and Oxygen Concentration. PLoS ONE. 2013; 8: e58865. doi: 10.
1371/journal.pone.0058865 PMID: 23554943
83. Caron MMJ, Emans PJ, Coolsen MME, Voss L, Surtel DAM, Cremers A, et al. Redifferentiation of dedif-
ferentiated human articular chondrocytes: comparison of 2D and 3D cultures. Osteoarthritis Cartilage.
2012; 20: 1170–1178. doi: 10.1016/j.joca.2012.06.016 PMID: 22796508
hTERT Immortalisation and Chondrogenesis
PLOS ONE | DOI:10.1371/journal.pone.0133745 July 21, 2015 19 / 19
